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RESUMO - A necessidade de ampliagdo das bases genéticas atuais dos citros, assim como a
potencializacdo do material existente impdem a importancia de continuar os programas de
melhoramento apoiados em ferramentas de biotecnologia. O objetivo do presente trabalho foi
selecionar marcadores moleculares do tipo microssatélites, variedades-especificos, previamente
desenvolvidos a partir do banco de sequéncias expressas e gendmicas de citros, que permitam a
identificacdo precoce de acessos e sejam Uteis na caracterizacdo e certificacdo de cultivares de
porta-enxertos de citros. No presente trabalho foram caracterizados molecularmente 180 acessos
de variedades e hibridos de porta-enxertos: 34 hibridos do cruzamento entre limdo Cravo e
citrumelo Swingle, 42 hibridos de toranja e tangerina Cravo, 98 hibridos de tangerina Sunki e
Poncirus trifoliata e os citrandarins tangerina Sunki x trifoliata English (IAC 1628), tangerina
Chagsha x trifoliata English Small (IAC 1710), lim&o Cravo x Sunki x trifoliata (IAC 1472), tangerina
Cleopatra x trifoliata English (IAC 1483),tangerina Cleopatra x Rubidoux (IAC 713), tangerina Sunki
x trifoliata Benecke (IAC 1697). O DNA total dos individuos foi extraido e foram avaliados 100 pares
de primers obtidos a partir sequéncias ESTs — CitEST (Citrus EST) e genbmicas. Foram
selecionados 42 pares de primers, que amplificaram fragmentos de DNA polimorficos e 84 acessos
apresentaram marcadores especificos. O maior nimero de marcadores polimorficos foi identificado
para o cruzamento de limdo Cravo e citrumelo Swingle (43%), seguido pelo cruzamento de

tangerina Sunki e Poncirus trifoliata (32%) e pelo cruzamento de toranja e tangerina Cravo (25%).
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ABSTRACT - The need to expand the current genetic bases of citrus, as well as the enhancement
of the existing material, imposes the importance of continuing improvement programs supported by
biotechnology tools. The objective of the present work was to select microsatellites molecular
markers, varieties-specific, previously developed from the citrus genomic and expressed sequences
bank, which allow the early identification of accessions and are useful in the characterization and
certification of citrus rootstocks cultivars. In the present work, 180 accessions of varieties and
rootstock hybrids were molecularly characterized: 34 hybrids of the cross between Rangpur lime
and Swingle citrumelo, 42 hybrids of grapefruit and Cravo mandarin, 98 hybrids of Sunki mandarin
and Poncirus trifoliata and the citrandarins Sunki mandarin x English trifoliata (IAC 1628), Chagsha
tangerine x English Small trifoliata (IAC 1710), Rangpur lime x Sunki x trifoliata (IAC 1472),
Cleopatra tangerine x English trifoliata (IAC 1483), Cleopatra tangerine x Rubidoux (IAC 713), Sunki
tangerine x Benecke trifoliata (IAC 1697). The total DNA was extracted and 100 pairs of primers
obtained from ESTs - CitEST (Citrus EST) and genomic sequences were evaluated. 42 pairs of
primers were selected, which amplified polymorphic DNA fragments and 84 accessions showed
specific markers. The highest number of polymorphic markers was identified for the crossing of
Rangpur lime and Swingle citrumelo (43%), followed by the crossing of Sunki mandarin and

Poncirus trifoliata (32%) and the crossing of grapefruit and Cravo tangerine (25%).
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