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RESUMO - Este trabalho teve seu inicio no Programa IB/PIBIC 2020-2021 visando a
caracterizacao morfol6gica e bioquimica de 15 linhagens de Streptomyces patogénicas a batata e
consideradas possiveis novas espécies fitopatogénicas do género. Testes moleculares preliminares
utilizando a técnica de PCR-RFLP do gene atpD revelaram que os perfis genéticos exibidos por
essas linhagens foram distintos daqueles obtidos pelas linhagens Tipo de Streptomyces associadas
a doenca e, por isso, essas linhagens foram separadas em Grupos Genéticos denominados G3,
G4, G5, G7, G17 e G18. O objetivo do presente estudo foi realizar a caracterizagdo bioquimica,
fisiologica e molecular (sequenciamento do gene 16S RNA ribossomal) desses diferentes grupos.
Na caracterizagdo bioquimica verificou-se que 0s grupos apresentaram caracteristicas bioquimicas
diferentes entre si e também dentro de um mesmo grupo. Na caracterizacao fisiologica foram
analisadas toleréncia a salinidade (0 a 10%) e temperatura (5 a 40 °C) e os dados mostraram que
todas as linhagens néo se apresentaram dependentes de NaCl e se comportaram como mesdfilas,
visto que todas cresceram a partir de 10 °C e, em sua maioria, chegando até 40 °C. O
sequenciamento do gene 16S RNA ribossomal revelou variacdo de similaridade do gene dentro de
um mesmo grupo genético apontando a possibilidade de existir diferentes espécies dentro de um
mesmo grupo. Os resultados indicam fortemente que essas linhagens representam novas espécies

de Streptomyces associadas a sarna da batata ocorrendo nos campos de produc¢éo do Brasil.
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ABSTRACT - Since 2020, this work has begun in the IB/PIBIC Program aiming at the
morphological and biochemical characterization of 15 strains of Streptomyces pathogenic to potato
and considered possible new species of the genus. Preliminary molecular assays using the PCR-
RFLP technique of the atpD gene revealed that the genetic profiles exhibited by these strains were
different from those obtained by the Streptomyces Type strains associated with the disease and,
therefore, these strains were separated into Genetic Groups named G3, G4, G5, G7, G17 and G18.
The aim of the present study was to carry out the biochemical, physiological and molecular
characterization (sequencing of the 16S ribosomal RNA gene) of these different groups. In the
biochemical characterization, it was verified that the groups presented different biochemical
characteristics among themselves and also within the same group. In the physiological
characterization, salinity tolerance (0 to 10%) and temperature (5 to 40 °C) were analyzed and the
data showed that all strains were not dependent on NaCl and behaved as mesophiles, since all of
them grew from 10 °C and, in most cases, reaching 40 °C. The sequencing of the 16S ribosomal
RNA gene revealed variation in gene similarity within the same genetic group, indicating the
possibility of different species within the same group. The results strongly indicate that these strains
represent new species of Streptomyces associated with potato scab occurring in the fields of

production in Brazil.
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