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RESUMO - A leprose dos citros € a principal doenc¢a que afeta a citricultura brasileira. O Brasil
detétm o maior cinturdo de laranja doce (Citrus sinensis) do mundo, responséavel por
aproximadamente 30% das frutas de laranja. Os objetivos do trabalho foram: 1) Sequenciar o
fragmento do genoma de Brevipalpus yothersi (Acari: Tenuipalpidae) (vetor da leprose dos citros),
gue contém a ORF da RdRP e as ORFs menores e verificar se 0 sequenciamento existente no
banco de dados possui um bom grau de acabamento ou se € necessario ser reanalisado; 2)
Analisar se existe expressao do gene e se had um transcrito putativo a partir da ORF da RdRP. Para
isso, um novo sequenciamento do fragmento genémico desse gene foi realizado, assim como uma
extracdo de RNA dos &caros B. yothersi, pelo método CTAB, para avaliar a expresséo do gene que
codifica a RARP. Os resultados do sequenciamento confirmam a alta fidelidade da sequéncia do B.
yothersi, com grande identidade em relagdo ao sequenciamento previamente analisado. Essa alta
correspondéncia reforca a precisdo do sequenciamento realizado e a integridade da sequéncia.
Nao foi possivel detectar RNA, o que é crucial para confirmar a atividade génica. A auséncia de
RNA detectavel indica que, se houver expresséo génica, esta ocorre em niveis baixos, requerendo
métodos mais sensiveis ou diferentes abordagens experimentais para melhor avaliagdo. Esses
achados indicam a necessidade de futuros experimentos que possam empregar técnicas mais
sensiveis para a deteccdo de RNA ou que possam amplificar a expressdo génica para niveis
detectaveis. A compreensdo completa da expressao e da funcdo desses genes independentes é
essencial para avancar no conhecimento da biologia molecular do Brevipalpus yothersi e suas

interacdes com o virus da leprose dos citros.
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ABSTRACT - Citrus leprosis is the main disease that affects Brazilian citrus farming. Brazil has the
largest sweet orange (Citrus sinensis) belt in the world, responsible for approximately 30% of
orange fruits. The objectives of the research were: 1) Sequence the genome fragment of
Brevipalpus yothersi (Acari: Tenuipalpidae) (citrus leprosis vector), which contains the RARP ORF
and the smaller ORFs and verify whether the existing sequencing in the database has a good
degree of finishing or whether it needs to be re-analyzed; 2) Analyze whether there is expression of
the gene and whether there is a putative transcript from the RARP ORF. To this end, a new
sequencing of the genomic fragment of this gene was carried out, as well as an extraction of RNA
from B. yothersi mites, using the CTAB method, to evaluate the expression of the gene that
encodes RARP. The sequencing results confirm the high fidelity of the B. yothersi sequence, with
great identity in relation to the previously analyzed sequence. This high correspondence reinforces
the accuracy of the sequencing performed and the integrity of the sequence. It was not possible to
detect RNA, which is crucial to confirm gene activity. The absence of detectable RNA indicates that,
if there is gene expression, it occurs at low levels, requiring more sensitive methods or different
experimental approaches for better evaluation. These findings indicate the need for future
experiments that can employ more sensitive techniques for RNA detection or that can amplify gene
expression to detectable levels. A complete understanding of the expression and function of these
independent genes is essential to advance knowledge of the molecular biology of Brevipalpus

yothersi and its interactions with the citrus leprosis virus.
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